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Protein Science, 13, 652-658,(2004)
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LBT
T L —
; ——y Met Gly Tyr Ile Asp Thr Asn Asn Asp Gly Trp Tyr Glu aly Asp
Wad  *"® A TAT " |5'- ATG GGA TAT ATA GAT ACA AAC AAT GAT GGA TGG TAT GAA GGA GAT
e 3'- TAC CCT ATA TAT CTA TGT TTG TTA CTA CCT ACC ATA CTT CCT CTA

ke 6lu Leu leu Ala His Met Asp 6L Met Val GlY Ser
pGEX-LBT-PRESAT- GAR CTA TTA GCA CAT ATG GAC |GGT| TG 6TC GGA TCC
CTT GAT AAT CGT GTA TAC CTG |CC TAC CAG CCT AGG

TAT
\ TAT

Tyr Gly Arg Lys Lys Arg Arg Gln Arg Arg Arg stop
TAT GGG CGC ARG AAG CGT CGG CAA CGT CGG CGC TAG -3'
ATA COC GCG TTC TIC GCA GCC GTT GCA GCC GCG ATC -5'
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potential Kpn site

e Amp
i Kpnl site : GGTACG

LBT-+ JUA=FEAATFFEY. To*ITRAL THARMMELY, G L&A L TMRID R
HEis, (Imperiali, et al. ChemBiochem, 2003)

TAT peptide- * Protein Transducing Domain (a k.a. cationic cell penetrating peptide)
Versatlle protein cellular delivery sumal
Heparan—-sulfate depend macrop ytosis is thought to be an entry path.

SImpIe purification protocol for LBT/PTD-dual tagged protein
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Tat peptide is derived from HIV1, and has cellular toxicity.
Naturally occurring PTD sequences needed !

N[LBT | GsT lpTD C
Tat (47-577 YGRKKRRQRRR
IGFBP-3
(215-232) KIKGFYKPI(KQC?PSI'I(GRKR
IGFBP-5
(221-238) RKGFYKRKQCKPSRGRKR

IGFBP : Insulin-like Growth Factor Binding Protein, 6 isoforms (1~6) are known.
IGFBP-3 is a major carrier for IGF-1 (~90%)
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